Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.034; wR factor = 0.099; data-to-parameter ratio = 10.8.
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Figures
R[F 2 > 2σ(F 2 )] = 0.034 H-atom parameters constrained wR(F 2 ) = 0.099 w = 1/[σ 2 (F o 2 ) + (0.0569P) 2 + 0.0176P] where P = (F o 2 + 2F c 2 )/3 S = 1.04 (Δ/σ) max < 0.
